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for infectious diseases and immunotherapy.
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02 INtRON's Platform Technology

INtRON develops first-in-concept phage therapeutics.

Precisely modulate target bacteria and phageome for infectious diseases and immunotherapy

from SUPERBUG to IMMUNE
it is INtRON.
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02 INtRON's Platform Technology
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02 Techniques & Technologies EXTEEN] siotechnology
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JRe ‘\ Precisely modulate target bacteria and phageome
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/ ° o
/ . Comprehensive suite
4 [l iNtRON provides a comprehensive suite for phage-based therapeutics,
IM PATM ‘ spanning from ‘Natural Bacteriophages' to 'Engineered Endolysins (itLysin®)’
and ‘Engineered Phages (IMPA™)'.
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itLysin - A : :

: | S Multi-omics & Al-driven Technologies

1 I o & "1 iNtRON has built its core competencies on a technology platform that

\ " o o integrates Multi-omics and Al-driven analysis, enabling the development of its
‘\ / 'Precise Bacteriophage' platform, tailored to specific target diseases.

\ U
\\ / | Rich pipeline of assets
\\ ,/ % ‘ 1 Leveraging 15 years of focused expertise, INtRON has developed a
N Bacteriophade S sophisticated platform technology and cultivated a rich pipeline of a§sets: >
‘ phag LJ 13 commercial phages, > 10 itLysin® candidates, and > 5 IMPA™ engineered
phages.
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itLysin® Platform

® itLysin® Platform Technology

® SAL200
- Infective Endocarditis & Bacteremia
- SSI (Surgical Site Infections)

® GN200 Series
® Pipelines & Programs



03 itLysin® Platform Technology
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03 SAL200 [INT-211] : Infective Endocarditis & Bacteremia [ETL] Biotechnology
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3 SAL200 [INT-211] : Pre-clinical Evidence (IE & Bacteremia) [ Eiotechnolooy
Abl

SAL2002 M|z MZHe| WE|TZ2|ZHS lysis A7 WHIE A[ZHLHO| Mz S
Rabbit LH4} Study Z3}, HE F0{E S|l LSIEO]| CHS &7 &N 20lE ASsiA

A3l Test Z1}

Z0l=

R o o ST 20 o f90 o ka0 o ko o e
- - - e, -
g L e s i i
Arm'ias? - P . '.'-_., . ’.1-6 . I.S" ’.'.“
Endolysin AU AL v LA A AL

~
P O 5 » 6 74 v, * 8 v,
o - 'ge\ T e Ww¥l5e e el
e g e (3
\ o 2 ;. " ..'- . " e o - . Cr
Lo g =08 ¢4 JED o 1
> e ¢ -« 10 1 127} 13 - "ﬁ,-‘
- » ST “se ‘se “se Tse
= " ¥ ) 3 S 3
/ = 5 < & 5 ¢ ‘e‘u BT xe.i :
9” J‘KV Ty . . . 0
> -
8| 22 717l Zeitt g5o| dlza|Mo|H s

O HE|ZZ2|Z L 54 Eael 23 222 BaA7l= olF
of (multiple dose) AF20| 7}t otigt okE 2l

0 Mz HEHS 2IdH et =5
o)
=

52 717l b, 71 S SN QI8 LIA METIRIE KR 4
L g SIMMO R XiEHe £ 9IS

—

u—-—n

o HE "*I MF-‘ 11|717 t7tstt Zaioh 47 Y MEOZ W= A= MPS WEA| MK[5t, DskE Al
|

ril
E
=)
o
[ E
ﬂ
o
0z
=
=l
of
Ras
HU
=2
H
-
s sl
40
1
oo
rot
19
nio
o=

o> oM

Fais} At
1 b

Ck.

248 Ho|H, HEF0{7} 7hsEl obHet FE|lLICt.

e b B B

Rabbit LSIE Study Zz}

Mean log,, CFU/g tissue

Cardiac Vegetation

SAL200 achieved sterility in multi-dose
regimens across all tested tissues
\

\

\ Experimental Sterility
<1Log CFU/g

N W O~ GO N 00 O

|
|
|
|
|
:
|
|
|
|
1
:
1
1
1
1
1
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a Administered as a 1 hour infusion 30 minutes following daptomycin administration
b Administered as an IV bolus
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03 SAL200 [INT-211] : Clinical Evidence (IE & Bacteremia)

m Biotechnology

SAL2002]| =Ll el&2 Sl oM tH=EE0 (single dose) MMM, UHEEO| (multiple dose) HH A, SIXIERO] QHHAS 21015
SAL2002 EE$t US FDAZEE| 0|3 Q1A 2b IND £9Q12 W2 2HE0|H, L/O DIELQ} YAA|EE T

Phase 1a
gE sst [

Study Design

ooB8&

MBS QAT

Single-center, randomized, double-blind,
placebo-controlled, single-dosing, dose-
escalating study

36 Volunteers

O

Single ascending doses (1 hr-infusion)
: 5 cohorts (0.1, 0.3, 1, 3, and 10 mg/kg)

CBC, U/A, serum chemistry, PT/PTT at 24 hrs and
7 days after dosing

[1 ECG'sat0.5,1,4,and 8 hrsand1and 7 days
post-dose

I o B

Result

= No Serious Adverse Effects
= SAL2002| oF:A stol

1

Phase 1b MAD

Study Design

ABTHES QAT

o= OO -

A randomized, double-blind, placebo-controlled,
clinical study to evaluate the safety,
pharmacokinetics, pharmacodynamics,
immunogenicity, and allergenicity of a single and
multi intravenous dose of SAL200, in healthy 40 male
volunteers

Arms Dose
Group 1 6 mg/kg single dose
Group 2 3 mg/kg/day (1.5 mg/kg, b.i.d.)
Group 3 6 mg/kg/day (3 mg/kg, b.i.d.)
Group 4 9 mg/kg/day (4.5 mg/kg, b.i.d.)
Group 5 12 mg/kg/day (6 mg/kg, b.i.d.)
Result

= No Serious Adverse Effects
= SAL2002|HHEE0] QA Sl

O 0O o0o ™

=

Aol Ltz A=l it

Phase 2a

- =

Study Design

Merisel ZEUnH (22 + 22

A randomized, double-blind, placebo-controlled,
multicenter Phase lla clinical study to evaluate safety
and to explore efficacy of SAL200, in patients with
persistent S.aureus bacteremia

50 Volunteers
Single dose (3 mg/kg)
Safety Endpoint + Efficacy Endpoint

SAL200 (3 mg/kg) for persistent bacteremia in
patients for more than 48 hours even after antibiotic.

Result

= 2EXjof| CHet oY ol

= L/O0||IE =7 B=

IR&LICt.

US Phase 2b

= USFDA
= IND Approved
» L/O partnering

@ Diagnostics @ Prophylactics @ Therapeutics

Investor Relations 2025 15



03 SAL200 [INT-214] : SSI (Surgical Site Infections) [NIEETY] Biotechnology
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03 SAL200 [INT-214] : Pre-Clinical Evidence (SSI)
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SAL2002 LjA0]| M7l MRSA ZHol| = Z2ist X| & =21 = LIEILY
7|1= X| 2N LHA 2 1% MRSAOIE X|2 212 Ho|H C}

Fusidate/Mupirocin-resistant SA

|
ofst

Sodium fusidate, Mupirocin

MIC of Sodium fusidate
Concentration of Sodium fusidate (pg/ml)

=

MIC of Mupirocin
Concentration of Mupirocin (pg/ml)
0 S0 35 125 635 312 LS

SAL200

MIC of SAL.200
Concentration of SAL200 (pg/ml)

PC 100 50 25 125 6.25 3.13 1.56_£78 0.39 0.19

" s 002 001 00060003 NC
QY7 W Y
ST ) ¢ J Parent strain (MIC: 0.39 ug/mi)
h ¥ =] Fusidate-resistant strain (MIC: 200 pg/mi)

2| #F0ll= ZEs Z4u 248 MIC =X|& LIEFHELIC

SAL200 in vitro Susceptibility of Clinical Isolates
:rl_E— S.aureuslsolates | Coagulase-Negative MRSA Strains MSSA Strains
(N=315) Isolates (N=100) (N=103) (N=102)

r===m========="®===17

Modal MIC (g/mL) || 1 1 1 1 I
MICso (ug/mL) |1 1 1 1 1|

1 1

| |

MICoo (Mg/mL) |} 2 2 2 2 I
R R N R SN

S ) 3 Parent strain (MIC: 1.56 pg/ml)
& Fusidate-resistant strain (MIC: 0.78 pg/ml)
& Mupirocin-resistant strain (MIC: 3.13 pg/ml)
MIC (ug/ml)
=]
= Parent Fusidate resistant Mupirocin resistant
strain strain strain
Fusidate 0.39 200 -
Mupirocin 0.19 - 200
e —— T —— e ——
! SAL200 1.56 0.78 3.13 |

- 'Fusidate % Mupirosin L{ SA’0| CHs{M = B E!2t3} (decolonization) =1}

Cioket Q4 S. aureus 22| HEH LA BE 245t MIC £+X|E LIE}Y

in vitro Z4=A : CIx| LHY 23 & a6t MRSA 5! MSSA Clinical IsolatesO]| CHoi A
= RLSEMIC =X 2ot ==

1007H2| Coagulase-Negative Isolates ETATTF 22|70 s W2 MIC He?
(MICsy: Tpg/mL, MICy, : 2ug/mL) 22t ==

MRSA, VRSA, VISA, GISA, LIN-R, DAPT-NS, TLV-R, TCPL-l, LFML-I, CEFT-IZ &
SISt E|AEE 2 E LA 7301 TS A = 20

HIE|&I2I LHA of 52 (MSSA X MRSA)2t 2HAI210| SS58t U4-AS LiEH]
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CRE ZH A|E 712

6.458

v CRE X|2 A|IZ A2
202540]| $4.82B=Z =
AE|TH, 203077kX]
$6.45B0|| £t o=z
ol ==

4.82B

vadd 488
6.0%%

2025

2026

2027 2028 2029 2030

(CAGR)2

Phage endolysin Engineering itLysin®
* Protein (enzyme)
» Genus-specific

» Noble engineering
+ Natural form o

Improved functionality
Improved safety
Engineered form

Horse & Wagon Theory : 12t2M79| 2|9t £E1l &
=0|=E MEA|ZlitLysin® 7|&

- Access to outer membrane

- Divalentions present in blood

- Serum interaction in blood

mjo

LOADING... pecme

E]
”

16523:
(L ®

MIRIIIRE IRENINY RN

® |Intestinal CRE Decolonization

- Primary Pathogen: : Klebsiella
pneumonia
- Market Size : $6.5B (20304)

® Ventilator-associated Pneumonia /

- Primary Pathogen:
Pseudomonas aeruginosa,
Acinetobacter baumannii

- Market Size (VAP) : $4.7B (20304)

- Market Size (HAP) : $31B (203041)

® Urinary Tract Infection

- Primary Pathogen :
Uropathogenic E. coli,
Klebsiella pneumonia

- Market Size : $12.7B (2033H)

® Cystic Fibrosis
- Primary Pathogen :
Pseudomonas aeruginosa
- Market Size : $34B (2033d)

Hospital-acquired Pneumonia (VAP/ HAP)
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itLysin® Platform

03

GN200 Series [INT-223] : Pre-Clinical Evidence 1

m Biotechnology

9 IS4 D20l o8| 33 BUE LEWI0l cjw2el TS R0l dgom BE JisaLr
0j=: CDC2| "N L ¢ied H11 M'EI S5 HUS 2ltisl= MZ E o= Zeis 47 3atS LIEHLICE
Acinetobacter baumannii Pseudomonas aeruginosa Klebsiella aerogenes Enterobacter cloacae
1— - 1 1-— - 1 1- - 1 1= - "1 1- - ~ 1
Buffer control | 5 pg/ml I Buffer control | 5 pg/ml I Buffer control I 5 pg/ml I Buffer control . 5 pg/ml I Buffer control I 5 pg/ml
treated 107 treated . treated . treated treated
I I ] I | 10°; o | 10° I | p— I
I I 1068 I | 1054 | | 105 § - | I l I
I || —=10% I I =104 l I =104, I l l I
= 1044 g g
I l I I S 109 I IS 108 | l | l
LL :|_03.| LL LL
| I © 102 | I o 1024 I l o 102 { | ! | |
| Complete | ] | Complete | 1 | Complete | L IComplete | IComplete !
Ieradication I 104 Ieradication I 10 Ieradication I 101 4 |eradication I |eradication I
100 . . 100! . . | 100- v r I 100 : . I . : I
TO 1hr 1 1hr | TO 1hr | 1hr TO 1hr | 1hr 1hr | 1hr TO 1hr | 1hr
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GN200 Series [INT-223] : Pre-Clinical Evidence 2

m Biotechnology

CHHILlE (MDR), 2'H9ILid (XDR), HeFELHY (PDR) O% 84 A0 242 Ho|H,

2tk ol WP S 71E 230l CHoHM = 2

Carbapenem L{4F Study

ot 2= LIEHLHZ| 2,

TS0 HEH 88| It

-_—aO8 O

gLict.

Ad 2| Study

Species Strain Origin | Susceptibility tnGN!l:IIJI Species Strain Origin |3usceptihi|itv to GN!IJIJI
Species Susceptibility to GN200 Peawonons aengivss | COMM 2239 | Humafsutm g Susepile | CORM 12171 [Humantvourd syl Suscepioe |
COARK 2247 [Humanthrcat sudl Sisoeptble g . Humanibile fid - |
Carbapenem-resistant Klebsiella aerogenes Susceptible CCARM 2244 | Humanisputum | Susceptbe " W 1o cateter | ViCERIDE
CCARM 2252 | Humanisputum g Susceptible | CCARM 12195 | Humanfsputum Suscepible |
Carbapenem-resistant Enterobacter cloacae Susceptible CC 085 | Hmanfiond ¥ Siseib COARM 12196 | Huanigutun Susceptble
PAIOTS Human | Susceptible 1 CCARM12198 | Humanfsputum Suscanthle 1
Carbapenem—resistant Klebsiella pneumonia Susceptible Pﬂ_H?J Human o Suscep@b\e | CCARM 12199 | Human/wound Susceptile ||
PANE4 Human Susceptile . CCARN 12200 | Human/sputum Susceptible N
Carbapenem-resistant E. coli Susceptible PMMEW Human | Stsceptile B Jciveobacte bauami CCARM 12202 | Humanfsputum Susceptiole 1
Klebsiella preumaniae CCARMI10262 | Human/spuum Susceptible | CCARM 12208 | Human/wound Susceptile 1
CCARM 10263 | Human/sputum 1 | Susceptible _ CCARM 12211 | Human/sputum Susceptible )
CCARM 10266 | Human/spuum Susceptile 1 CCARM 122201 | Human/urine Susceptible |
COMMA0ZN | Humantuine Susceptible ! COARM 12221 | Human/wound Susceptible I
Kiebsisla prstmonia E col Klebsiella aerogenes Enterobacter cloacae Emﬂ 10303 Human‘lmlme 1 Su?cept\b\e | CCARM M“E Humam‘,‘\-ound Suicepnb\e |
(Carbapenem-asistaath, (Carbapenem-rasistentl (Carbapenemugsstanl) (Carbapenem fegistanl, it 1033? Humanwe I Susceptible CCARM & Hurman/wound Susceptiole
ereo ; § —_— ; . I P Imw v I utterconrol [|1ougm sygm I CCARM10332 | Human/wound Susceptible 1 CGAHW:‘:‘:‘E Human/sputum Suscapthle I
sy Merconel Iﬂﬂ,‘ Mo I ey ercon! te'ﬂd' Sham 100 veated | wested iy treated | treated COMMI 10388 [HumenRectal vl Susceptble ¥ COARM 12229 | Humanjspuum Susceplble
" I | » | | 103 | ™ | CORMIDHE | Rumanlstel o Suscepttle | CCARM 12260 Suscepte ||
— 1 _10% COARM 10403 [Human/Recta swall susceptible . Humen Susceptible N
Em‘ I | Em | l §1u, l §1“‘ l COARM 10407 |Human Rectal svicl Susceptole W Human Susceptle B
E"" I | B I | 5, | & I COMN 10408 HumanRec swa| Susceptol | Hebsila preumon Human Seopibe |
o ‘ o . 1o T — KCTC 12385 Hman ] Suscentile Escherichia Human Susceptible
" I,C,Z,'.?Z':fi“ evteaon " froee oo | w e 1“‘ focinr et | - == COMM: Cuture Colecion o tincrbi-Resisant Wirohes (Reo Bt (et =
ol —— e TR L e A T o I ™ e oo 2w 2w | e tre amlie 2 2me I Assay condition: 10 mM L-Histidine bufer [pH 60.), at 35°C or 1 hrincubation ATCC: The American TypeCuture Colecion (US4
———— —— — — — — KCTC: Kerean Collection for Type Cultures (Republic of Korea)
v Carbapenem LA M|Z0]| CHal B 5 Z2dst AR 3} 5 v & Be|2F0ll oM e 25 Z=ish d7 St £
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03 itLysin® Platform : Pipelines & Programs

itLysin® EHE J|=

o

Soll JHE

Pipeline & Program

pipelinez} program2 ER5t11 QO st mo|xajlg

Pipeline [Program] Program Description Potential Partners
M o FES K= O AUt s muitt FES KRR N (basilea) Y >
SAL200 [INT-211] (Infective Endocarditis & Bacteremia 0 L/OFEXIat e Mg M Y QA XIE 2Y Py SANGFI meyi
Therapeutic Drug) - Basilea S 22 7|Y =3 L/0 Mol =7 . 0ok (@)SHIONOGI £ PARATEK
gumEoT S H O DOE A (2 SAICU S) LY OIS A5 WA %S (SSIHH) | G © solventum - pesiniroms*PDI
SAL200 [INT-214] (Nasal SA Decolonization Drug in SA carrier) [ C"*U\IQO‘“-H 1’5 (IND) A& "
9 serE s Johnsong&dJohnson \Inggy}?r{c?ﬁ HELPERBY =
AUR(BAC
PKL200 [INT-223] ZHH CRE & &2t F[H| | CRE HX} CHAF &L CRE K| oF2 2 i URC)BA €9 MSD @ @ SHIONOGI
(GN200 Series) (Intestinal CRE Decolonization Drug) 0 SYLAPIIE HEQZHH SOZ M3E 2t A2 @
\4

ZFAH M

OoOoo

A7| 20| = GN200, BAL200, CDL2200, EFL2200, SSL2200, PBL2200, EAL2200 59| Est ERZl mjo|Zatel

Development Status

HYY

AP &5 IND H 1y

oL 24

"1 SAL200 [INT-211]

di

»
»

" SAL200 [INT-214]

g —68 08
g—08

"I PKL200 [INT-223]

:a V US FDA IND Approved (Phase 2b)
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IMPA™ Platform

® IMPA™ Platform Technology
ip-Virtual BR Bank

Al driven Analysis
Modular Phage

Dual Targeting

® 15t Trial (CRC)
® Pipeline : Tg®-Phage E
® Vision
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04 IMPA™ Platform Technology IXGEL Biotechnology

IMPA™ (Intelligent Modular Phage Assembly) E2HE 7|2 YH|2|ItX|E HH 20 Mt 7ghol| HEA|7[7] Ish HEEl 7|=Lct.
vte|2| 2IX| & HUSHA| modulatedto] Cist HA EX S vie|2|QItX| Capsidofl EIFAI7 | HA| U HIOE 4= L= ZE J|&QLct.

1

8IE|2| 2IHX| = Infectious Disease 20 Z&0]|= H|etEo| AL, AEE2 HY Zofof| 2N 2l FFHZ S3A|7| 1 JASELICE

Natural Bacteriophage's Limitations IMPA™ EHE 7|&

, - - [ HE2[UIX|E HS Fofof| 2H2eto M BiE||2|2I}X[ 2|
Phage's Parasitic characteristics EMS MO BN Asts 2 MABHT Hof2t

To=
Narrow Host Range Makes CMC Difficult £ Ql= ZaixE 7|0l
(= Cocktails)
. , 0 Ciefeh BN S (BHEE, BEOIE §)S HEH|E| utK]|
] Resistance to Bacteria Capsidoll EIxEt 4= Q= A|ABIS Jutstgion Oto|=3

A
Immunotherapeutics ZHI0|Z S|, ADC 2=, Al I Sof| 2 E MEd

Head

» ip-Virtual BR Bank

Baseplate

= Al-driven Analysis

Tail fiber

* Modular Phage

* Dual Targeting
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04 IMPA™ Platform : ip-Virtual BR Bank & Al-driven Analysis DUl Siotechnology

7851 Srilish vel|2| 2ofx] W3 E BF 3 2Estn Y

IMPA™ T QlEZS shefp|onX| HRE 7|z S3sto] O, 0|2 Sof M
© et BER| QUIX| CIOJEIS MBSl 2AIE 4 s Al 7|
/ ip-Virtual BRBank | S OBt EslE 7|2 =S stest QaL|ct
=) S

/' Al-driven Analysis ' [ X
Modular Phage '

Dual Targeting |§ ip-Virtual BR Bank (iNtRON Phage Virtual BRB)

O et HiolE| B
11,8007H 0|42 DB ItX| A|ZARL 6777H O] A2 XHH| HME A ME
HEE BRI A, 0|5 H|0|EE 283 THX| HIEHHO|E 7|ge| A
28 S8 0= 8 /UM M 7|2 XMEd LIVIAL S (PAIDB,
Glimmer, GeneMark, RAST, Blast 5 &&)

O REA O 24
HIZE YA 22| IS AFS S TN 24 U blzi4d B 245t
QN CiMg einote o #8otn US

O IPRHAES

= St e HHEH2| QU] RF M= SIALY| Eot 7|& AHo 2 e =i,
§ M HMe| e E Q6 XHMAE(IP)S Sl Liztn 9le
I

¥ i

7\

Precisely and Custom-Engineered

off 7[tiket ZapHQl EM0|eS EE8LCt

[ =

o St
£ 2L QU= HEHIE[X] R HEE Het Uls Aoz 2elstn lu, o mep HA M| 22 E 2o 55 Ahitet 5t &L

Al-driven Analysis

Core Genes-Based Phage Taxonomy

ip-Virtual BR Bank2| % At E4= HEAS 7|80 2 TFX| 2 /oA 2
AE 2M5k= 7|8 AFEsHH, O] 242 #X IHX|2| St &2 ERo=ol &8
Identifying Sub-Clusters

oHX[ o] M=ot 5l HefS ™ EHES HE S (phylogenetic tree) 2 EHSHY,
OHX| 3& LHOIM MR ARl f% HO|S mpetst BiH|2| 20X 8 S8 S H|w

High-throughput Screening

Al-driven SSEE 8¢ Ui ATE|d A[ABIS 2=SIR L, L2 (2|

QUEX| GO0l M T7HY 288 0|1 A XM9| RHXIE U=

Hal2{d 7|4t Ho| o= 7| =

HIE|2| QUEX| 2 M 7H A EHg el sl ASE SH= RBP (Receptor Binding
Protein) =& MES 2A15t1 EIH0|HE F1=

Core Genes-Based Phage Taxofiomy
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04 IMPA™ Platform : Modular Phage (XX siotechnology

IMPA™ 7| &8 E¢f| CIAst BX PayloadE Capsidol EZHAZ & 9= Modular PhageE SH35IFSLICE.

IMPA™ | BEY IS M3 4Uetn YO, HE| Q0 A QIBXSS BB BN H2Z Tg (= Ag)S BUAIZ 2+ Ut el2| x| Ax|L|0fE) TisLict,
ip-Virtual BR Bank . [ 2EY OpX|of| CH¥FSt Payload SitesE Y=ot QICH, E4-2| PayloadS2 SA| EMstALE CHE Payload 77kX| £ (Integration of Large Payloads) EX| & o~ Q!
SLICH =3 X7} £1X| 42 Payload7ZtX| Ct4= EX| (Challenging Various Payloads) & 4= Q1= 7|&8 B8t USLICE

Al-driven Analysis

v Modular Phage i
[l Modular Phage 3&

Dual Targetin i Modular Phage =71
g - IMPA™ Modular Phage (Type I) No Toxin genes
- IMPA™ Modular Phage (Type Il) No Immunogenicity
- IMPA™ Modular Phage (Type Ill) - 712t IP & Easy to Produce
Al-Driven Structural Analysis
Various types of IMPA™ Modular Phage Molecular Copies (DF; Disfunction, TBD; To be determined)
Capsid H 10A/10B/10C= S THHEIO| MIE Modular Type | (Hoc) Type | (Soc) Type Il (10A) Type Il (10B) Type Il (10C)
U [+]9
- 1Capeid o TE Ef'i S:EI ;f FIXI0l|A1 Phages | Fiexible = Rigid = Flexible | Rigid | Flexible | Rigid = Flexible | Rigid = Flexible | Rigid
=150 copies =800 copies caps CDP DF =150 DF = 800 DF =400 DF =100 DF =200

C id 108
(capsid Socoil 2 8007H2] - GLP-1 ~150 | DF | ~800 DF DF DF = =100  DF | =200  DF

o8t EF L
25tz Payload &M 7Hs) GFP TBD DF T8D DF  T8D DF =100 DF | =200 DF

(capsid Hocoll 2k 150712
2I5H= Payload El 7Hs)

Capsid 10C

Ll
i
¥

| N
IN %8 IN

(1 CDP, GLP-1 5 CIfst STXIS CrFst Modular Phage®t linkerZ payloadstd] S&M HAE TIgs
O HYX|Z 2 (PHAGERIARUS®) LHfet R XIS T payload AlA Ltz A=l

2 _ . FMD-targeting Ag Flu-targeting universal Ag “I’3"FT—targeting peptides
IMPA™ Modular Phage (Type ) IMPA™ Modular Phage (Type Il) e )
D’ﬁ :mm \mn Phedfy
éﬁf’;:i:
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04 IMPA™ Platform : Dual Targeting

m Biotechnology

HiE|2| K] 2 EF2L YE|2|oFS AFEAIF = SAlol,

IMPA™

ip-Virtual BR Bank .

Al-driven Analysis l

Modular Phage

v Dual Targeting i

A0 BEX|A|IZ! B CHEE (payload) 222 E Dual Targeting 7|52 = 4E3 /Ye = USLICH

A S MA'E SAo| 2 =
X

2
o = =} =
off HI3l of2{gt CHAQl H2 EAl2 Bt XAX0| 1 =0 X| =2 mate| Mot S HAHS 7Lt

Dual Mechanisms of Action Tailored to the Indications

X N 0 N \

Target gene (Tg) Payloads
Antigen (Ag) Payloads
IRs Payloads

Phage Replication & Lysis

HA =0 Crefet BY 222 BAY = U= 7|52 HESIUE.

Bacterial infections
£

o, 24A|=0 BX|=l 222 X7ts0l H5S 7HM Dual Targetingo] 7Hs T e
StAIOFE2ZEIS OIS 2 9l 7]l Gene

il E=== =2 T AT =oO. :

A0l BX|E 4 Qe 2 Hel S| THIR BIEIO|S S DS Ciots) D
RSP
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04 IMPA™ Platform : 15t Trial (Colorectal Cancer)

m Biotechnology

pks+ E.coli 7} CliZetel ol

pks+ E.coli & H|0{5}|'H of &

g oS oyt

oiLIZ 2N ACH, 2te0|= A B-E Sl pks+ E.coli 7t &8 & |ot1

= =

CRC 2913 : pks+ E.coli

" Ojo|aEblo|S0| AR, 9l HAtet
2 Toll P2 oAICtD RN 2l

| ChEe B 4l ojd St6tn gloni, o
2lol2 grix| | itx| ot ofo| 2ol o|
Fo glgloz A3

on
2

nature communications

Article

colorectal carcinogenesis

Contribution of pks* E. coli mutations to

o 27, Dan §®*7, Timon Heide',
Javier Fornandez-Mateos ®', Chela James', Luca Magnani®5*,
Trevor A.Graham®' & Andrea Sottoriva®'*

Bacteroides
frgailis toxin

Enterotoxigenic bacteroides fragilis
ETBF
( ) (BFT)

Polyketide synthase positive £ coff Colibactin
(PKS+ E col)

bft clbN | clbP

Molecular type of BFT Molecular type of Colibactin

<Clinical and Translational Medicine J. > submitted in 2025

Pre-Clinical Evidence

QIHCO0|E A" RS S8l pks+ E. coli 7t o @M £3lst
= olstFon,
pks+ E. coli & BX QR 8= e||2| K| 2 X|25HH ¢
WAS X O ARSI K| EolBL,
= Organoid model construction
= Carcinogenesis confirmed

{w/ SNU Cancer Research Center)

Time-Dependent Bactericidal Effect of Specific Phage Treatment 140 -
100 P 010584
N\ - 20 m —_
\ =
N\ g
80 3 [
\\ F] " Control
N\ zZow u ETHF(+) BACFRPG3 ()
60 S\ F] ETEF (+) BAC-FRP-03 [+}
N\ [~ B PRI+ Ecoll(+) ESCLOP3 ()
\ E] W PHS+ Ecoll[+] ESCCOP23 ()
® \\ & w W Oy dual Phage
N W ETEF(+) PSe Ecoli (+) Without phage
™~ u  ETAF{4)PKSs Ecol (+) With dusl phage
~ E
" S—
——
~—— Y |
—— & oof S oge o8 o8
0 ; : 0 v i & .%” I ¢ &4 5‘;
Time (hour) “F 58 59 F & )
& &5 &y &F f¢
Mean log, fold-change pathway [FKS & phage)
g .
E . _
- F — oo
] 5 - mm_ —
Ef 2 =
EH
oA DamaGE e
L] RESPOMSE  CELLOYCLE  arseomse

[

",,g_ §§ - 2
bl H 2z ] LR
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4 IMPA™ Platform : Tg¢-Phage E (Colorectal Cancer)

m Biotechnology

‘TgC-Phage E'= IMPA™ EHE 7|&8 Sdl| 7idst = CRC =& EZ0|H,
pks+ E.coli 2t Colibacting S0 H0f& 4 = ‘0|ZHH (Dual Targeting) X 2|2 JHLstn AS

Dual Targeting
1 IMPATM E2HE 7|8 M 8310 pks+ E.coli g Mg £ QU= HiEHZ|R

=0 k=]

otx|e| ZHA|=0]| colibacting HO{st= SRS

- pks+ E.coli XtH|2} pks+ E.coli 2H| S42! colibactinZ7tX| SA|of| X0

payloadg!
CRC

puC19
microbe

Capsid Soc

35

e
T <
}L&T)L{.V ﬁ
~ =
. pks* E. coli Colibactin
Targeting p
<PH 55 £/ 2[AE>
£5% Ssids Lig o
. . TM]IonXL %7A1%%4— g
Bacteriophage Tg°-Phage E and its use for %Aiﬁxrora lx Q l%lﬁmﬂlsora ITH 2
preventing the proliferation of colorectal Jul, 2025; US EIF—IH;DEF(EOIbaCErlw_) e EET'P;* o
_ . . . Kok =50 Si= 24 @
cancir causing bacteria and controlling 19/***, 648 o2 R[7{et= 2E0| PayloadE! Alof E
genotoxin S8 o B S5 H
Method for Displaying Minor Capsid and . %
; ; . . Aug., 2025; o
Foreign Protein onto Bacteriophage Specific KOR 10-2025- A|AHIS 0|28 TFA E
to Pasteurella Multocida Strain using “x7B0D (él;l%PF;ias%ij g IOEOH ﬂr_ :
Recombination System Faet ==l daoh= —'E“ | 204X
o] RTRE WU ZHiE Wye
CRISPR-Cas9 Based Genetic Modification Aug., 2025; Al
Method for Bacteriophages Infecting KOR 10-2025-
Pasteurella multocida ***7502

Pre-Clinical Evidence

[l Results of Colibactin Detoxification Effect
v Colibacting X3slist= &

MXIE EMliSt ‘'TgC-Phage E’ 7t dual targeting@ 2
Ao Z1t7t JASO| E|AEE Sdlf 2l

(Alkaline Gel Electrophoresis & Methylene Blue Assay)

[ 3
[ SR
R

- BUBCRNCRE 3% I 4
o+ 4+

®

MDA

A e
p % e A
1.5+ , F T v i, R0 Normal
3 - - .
1.04 Hokk i GRS
[
kA 5
0.5+ ;‘ % Megalocytosis
2 - 5
e W 4 o o,
0.0 o =7 s % e 4 .‘.'0’.
ABCDETF e N

A: control, B: pks+ microbe, C: pks+ microbe/WT phage, D: pks+ microbe/TgC®-Phage E1, E: pks+
microbe/TgC®-Phage E2, F: pks+ microbe/Tg protein
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04 IMPA™ Platform : Vision N Biotechnology

TgC-Phage E0f| it PoC (Proof of Concept) validation2 2026 Att7| I #|2l0|H, GLP-1 2 BT AlEstn A2
IMPA™ Z2E J|&2 C}Y¢l payloadE BMAIZ = A= HE, S22E IIEL Y S Sol| Ciet 22 S SN L2 AY

PoC Validation Plan IMPA™ EE 22 2% Plan

Tg®-Phage EQt 7| = ElH|2| HE £
1 TLR-9 Agonist + PD-T," 5-FU' 5 7| & Befgieln| U MEX SAgleiele] ¥g £0f 21tE HS

2
ot
i)
oY
o

o L2 el gUNE
@ TLR-9 Agonist + PD-1 : TgC-Phage EOf| 2|3t HHKISIY SAXTMOZ 7|Z HATRUK et HE 0 2AME E0|X PayloadE Capsidofl EiAHSIC M| MEHX ZA
Tt HB [ ADCe =%t AH0| 7Hstl Payload X 7ts

0x
pd
°

O ECMU 3|LEZ A 2ol 24 (Hyaluronidase) Ig XM 7Hs > 3|zt
(Pancreatic Cancer)2t 20| ECM & HEFH AEM MER X2 £FH S

® 5-FU: S4EAN= HAZ= 2ot P sl &2 glof1 SA|0 TgC-Phage EE £
£%! (E. coli + Colibactin) 7HX| ®|7 A| 2%

B
N
Ol

AOM/DSS Mouse model
[1 'Tge-Phage E'9| PoCE 2&517| 2I6H AOM/DSS OFRA S MEH
[ AOM/DSS ZE2 MSS CHE Q| HEfMZ[StA E4 Gl X|Z 22 S HIfsh= H| QLo 2 oi7tof Mefst HH A7 sk

=T

0 53 E2IH| Antigen2 THX| Capsidoil EIXHo0 223t B giS Q&
O 7IEHSH WA # ol 2t 3EY HAK =N 2 &5 ks
= t Y r U IMPA™ SHE XME A| o oFEH TRl 2ot 3 S2 2J9F AJZ XINMICH HAl 88 Tt
.)V % (Al, FMDV 5) / #0]0f| 10K £X| 9= ETHE (Universal) S2t Al 7l 271
q [ R
Boy 0 “m]mw Doy 7 wl,, Doy 14 T
.
Development Status
AP| & Hold IND elak 14 Ud 24

. Tg®-Phage E n—> a V' IMPA™ Colorectal Cancer Drug
"I Hyal-Phage P n Vv IMPAT™ Hyarulonidase Subcutaneous Injection
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0 5 Financial Status [ILEN Biotechnology

iz 5! Of2jf IS Citst AUESS AL + U= WY IR RAZE XD AS
MBMEE (708 71=) ey sore AN (HE 71E) Ei9| Wkl
=11 2022 2023 2024 2025.06 = 2024 2023 2024 2025.06
QEXA 112,749 59,821 50,914 46,201 oH =4 14,007 9,585 6,418 2,412
H| SR 28855 39,540 35,130 35,206 OS2t 4,349 3,742 2,681 1102
if; E==o] ()]

141604 99,361 86,044 81,407 HE S0l 9,658 5843 ey I
TR 10,991 9,075 8,974 5,101

32,215 786 1,338 5,702
Hojo|ol(24l) (1,333) (3,231) (5,236) (3,791)

2,523 1,010 1,189 208
2840 17,863 5,061 3,372 1,189

34,739 1,796 2,526 6,000
2848 8,346 13,885 1,665 436

17,075 17,075 17,075 17,075
Hejolaol 225 255 715 8

80,978 40,978 40,978 40,978
' ' ' ' FHeH|g 17 42 4 158

EIRF2AMQA

ITETas noeo0)) 0222)  (1739m)  (196) dolMuigAT #0lo | 8292 (1841 (2818)  (3187)
= 19,412 49,734 42,854 36,469 ¢olHZ(0]2)) 2571 (2,.337) (406) i
106,866 97,565 83,517 75,407 7|20/ (24) 5,721 (9,503) (2,412) (3,187)
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0 5 Summary for iNtRON INLEN Biotechnology

@)

GLOBAL R&BD GROUP
ZIEE« O - X[=2| MAIH 7|

e = A= #H EHE 7|8 B/ itlysin® / IMPA™

P BfE[2| K| AIX|L[0R 7|& 20k Xl 9H|2[utX| 7|2 X=X 7= WY H=
HE| 2B A Al 7|8 A2 Stfet EUE 7|eS Sl £ oo XE 2Vl HE SHE TIeS g
YLt BiE|2| 2K H[O|E{H|0] A2 ‘ip-Virtual BR Bank'E &f=2ol1l ACH, RTX} 7|5 O F, 2F & 78 FUA 2=0 &5t /US
(11,8007H O] &}l DB =H|2|IIX| A|RA A, 67774 Ol&fe| XtH| RTAF ME FE, 34320f 0|=2= X[XAH =)
0|& X (Dual Targeting) Xl=A| 7HE gk : IMPA™ 7|& S &&5t0] BIE|2[utX| 7} Bt BIE|2[0tE AFBAZ|=
THHE (Payload)2 S8l 7182l 252 E2Iot= 015 HA X=X 7HY0| 7Hs5tH, 0|= S| 8l #idl JHE = =bEt

0x
nio
T
30
of
o
59
0jo

2
H1
ALl
=
2
XA
C
2
oM
kl

o

Alof, A= 0fl ErhEl X
f Lk A

Ot

RI&&Ql Aot mo|atol A% U 7|&4ES 53t 27| 2005t ks

Cr2l & UE HEIZIIEX] (1374 0l4)), itLysin® =E=H (1071 0]&}), IMPA™ QIX|L|0{&] mpo|ZatQl (57H Ofdf) =

M| LiE (MRSA, CRE) A|=X| mo[Zafel : =3 mo|Zatelel SAL2002 24| LIS 7Hel HIE| A2 LiY S A (MRSA) 2 22
MlZE Moz HASH= QiHet Mof SZ0|H, GN200 Series= A|=A| 7H0| 01242 1828« (CRE S)0i| Tl &' elet 253 LIEr-
SAL200 [INT-211] Y& ¢l : 2IH| £ X HS =l om 0| FDAZSE 24 2b IND 5212 23, &= 22 AE &0 22HH

Crret mo|matelnt e 7[=0|H 7ty «itlysin® 3 IMPA™ S2E 7|8 S ASEH = M22 Mof mo|Zatels HEstn 9
HE S¢ot 7| oloh =7 T2 FXF 2|23 S S0|1 #HE JEHE 7tso g A,

[y - 1

Beyond BACTERIOPHAGE
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