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Linde Schoenmaker, Dominik Witzigmann, Jayesh A. Kulkarni, Rein Verbeke, Gideon Kersten, Wim Jiskoot, Daan J.A. Crommelin. (2021) mRNA-lipid nanoparticle COVID-19 vaccines: Structure and stability, International Journal of Pharmaceutics]
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Pipeline 0 ALLINI 2171 HIF{L|E 1} STP0404

= STP04042| A7 MOA(EL HIFLIZ) - STP04049| X-ray 2% 7%
B f re Injectlon (A)

Infectious HIV-1 Non-infectious HIV-1 s 2
without inhibitor treated with allosteric The catalytic site

integrase inhibitor (ALLINI)

3

integrase + ALLINI LEDGF/p 75
binding site

The catalytic site
bound to two metals

Kess! et al,, Cell, 2016, 166, 1257

TEM study in Emory Univ.

» 0|2 222}T g M. Kvaratskhelia 47} ALLINI (Allosteric integrase inhibitor)2| Al 28 H7L|ES &A, 16d UH

= HIV-1 QB 22tK|= HIO[2{A RNA Al 1t 225t HIO| AT ML 7| sE = UEE d=3l K= 2HFoM St IS e (A)

= ALLINI 7|M2 H|™Y A (aberrant) QIE|D2tH| ZE|Z2H(Multimerization)E F5t1 HFO[2{A RNAO| Agtsto] QIE|O2tA|2| HelX| A4 (mislocalization)E R (B)
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= “New MOA for HIV-cure as “maturation inhibitor” - “Divide and Conquer”, not ‘Shock & Kill' or ‘Block & Lock""

» ALLINI A HIAHLIE #E2 2l 18 0|7 ZEEAA (NIH) A7 X[ 2tH|= MH, of| 22| cfst, S=et: tista S5 2d =
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