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Training set : 10—fold cross validation

Training DB (P:315, N:4067)

Algorithm F-Measure Precision Recall Accuracy ROC Area PRC Area
MhcPan—%Rank_EL 0.193 0.116 0.565 0.660 0.652 0.168
MhcFlurry—presentation_score 0.179 0.103 0.689 0.546 0.673 0.177
Prime-%Rank 0.210 0.131 0.524 0.716 0.679 0.163
DeepHlaPan-Immunogenic_score 0.145 0.083 0.590 0.499 0.553 0.087
ledbNoName-score 0.137 0.078 0.578 0.478 0.5632 0.080
Deeplmmuno 0.158 0.087 0.934 0.187 0.548 0.091
TESLA 0.194 0.164 0.238 0.858 0.572 0.228
imNEO 0.290 0.279 0.302 0.894 0.720 0.230
+46.7% +7.5%
Independent set | : Melanoma, Non—-small cell lung cancer &t
Algorithm Test DB 1 (P:79, N:3125) 9
F-Measure| Precision [ Recall | Accuracy | ROC Area| PRC Area| %Top10 | %Top20 | %Top30 | %Top50
MhcPan—%Rank_EL 0.285 0.176 0.747 0.908 0.942 0.317 0.600 0.600 0.433 0.360
MhcFlurry—presentation_score 0.289 0.175 0.835 0.899 0.949 0.325 0.400 0.450 0.533 0.440
Prime-%Rank 0.323 0.208 0.722 0.925 0.919 0.328 0.300 0.350 0.367 0.380
DeepHlaPan—-Immunogenic_score 0.059 0.031 0.468 0.629 0.538 0.032 0.000 0.050 0.033 0.020
ledbNoName-score 0.061 0.032 0.633 0.5619 0.598 0.032 0.000 0.000 0.033 0.020
Deeplmmuno 0.110 0.058 0.892 0.139 0.608 0.099 0.100 0.100 0.133 0.160
TESLA 0.382 0.385 0.380 0.970 0.682 0.390 0.300 0.250 0.333 0.340
imNEO . . . . . . .
+16.0% +1.1% +156% +50.0% +8.3% +18.8% +22.7%
Independent set 2 : Gastrointestinal cancers (Colorectal, Stomach, Bile duct, Pancreatic) gt
Alqorith Test DB 2 (P:52, N:2540)
gortthm F-Measure| Precision | Recall | Accuracy | ROC Area| PRC Area | %Top10 | %Top20 | %Top30 | %Top50
Prime—%Rank 0.453 0.382 0.558 0.973 0.948 0.411 0.600 0.600 0.633 0.520
DeepHlaPan—-Immunogenic_score 0.029 0.015 0.442 0.395 0.389 0.017 0.100 0.050 0.033 0.020
ledbNoName-—score 0.048 0.025 0.596 0.5626 0.640 0.044 0.100 0.100 0.067 0.060
Deeplmmuno 0.034 0.017 0.953 0.092 0.590 0.022 0.000 0.000 0.000 0.020
TESLA 0.328 0.733 0.212 0.983 0.605 0.480 0..600 n.c. n.c. n.c.
imNEO

+.1% +1.0%

+33.3%

+25.0%

+5.4%

~3.8%
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*G3, G50llM complete growth inhibition, G4, G60IIA{ partial growth inhibition £l
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® Market size (US$38 billion, 2033)

PRECEDENCE

DNA SEQUENCING MARKET SIZE, 2022 T0 2032 (USD BILLION)

40
36
32
28
24
2
16

Source: www.precedenceresearch.com
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