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2. Psomagen History Why Psomagen
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Chapter 2.
Psomagen Overview
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Clinical Vaginal Microbiome Test
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Chapter 3.
Future Psomagen
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Proteomics(THHU A A|) 2
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DNA . I L | I g
ALY, {) §
WU W E . 3
% = High utility but low
Transcription a Hmﬂm‘;‘g:"y aCCessibiliw of content
DNA —=RNA ] CO! u
3 O
RNA I I I I | I I I Proteome
. S—
l v 5 p @
) . ' ' . . Static indicator of risk Dynamic indicator of status
DNA : 420 AT Genomics : @ HF 2 B2 HEXIF A AKX A /ZICo] X Ol HHE = HotA
Protein : ?;'%% o2t o= Proteomics : &-J0f B[S A7F HOIA THE O 2S. = ATAE =2
)

?®/ Humanizing Phenomics 120

psomagen



21

1x

2-1. Proteomics &A1 A H|A

Future Psomagen

=23 Proteomics 4= 7| Olink Proteomicsit 25 E{ Certified Service Provider 25
Olink Proteomics
- 2016 AQHof HEE LA HET|Y ALK DNA 2 Y ZAHoZ T MA o T
- 2 Xl Proximity Extension Assay(PEA) 7| &2 0|88l A2F0| WX MU 22 AN &4
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| _ ' T
T T [
+ lllumina® NovaSeq && . QPCR £ 1Al
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3. Long-Read Sequencing A H|A

S2H AHY £2M UM PacBioit 25 E] Certified Service Provider &5

Revio (PacBio)

Short-Read vs. Long-Read Sequencing

SHORT READS
Missing sequence data
leads to gaps in genomae
coverage and limits
wariant detection

HiFi READS
Leng reads map uniguely
and span large variants,
providing comprehensive
wvariant detection

22
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S0|AE2 © MAH 2= AEY Market T, X=X H|F X}X| (20223 7|FE, 50.9%)

2014 Long-Read Sequencing EHE

» Application X{2|ZF by REVIO SYSTEM (PacBio)
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H E I_
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T ] 4 -4 ) 0 0
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« 4742 DY E 2500 ZMW SMRT A2 74
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F

o B2 Run Time : 24A| 7t

2191 360GB HiFi At = HZF 1,0407H2] Human Genome £M 7=
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UM A (Liquid Biopsy)
- X F 7L 2ot o 2 2 Crofol MA HEE 28510 Aot &7| FIEH S DLHE
- 20203 50| WHMA AF A2 3,3009 22 F4 2027 A7X| CAGR 23.4% ‘8% ™
- CHOFSH AN HEE MEstH EM8) L= 7|23 =9

05'-

2008 CLIA Lab®2] Multi-Omics Platform2 22 Multi-Omics 24 3 EEHEC R 2| 0of°d

Al ¢fDNA
¢fRNA

| Proteins
Exosomes
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Platelets

‘ methylated cfDNA

b | cfNucleosomes
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8. Psomagen Vision

Future Psomagen

o= '—H F2L5HA CES, NGS, Single Cell ¥ Proteomics &4, DTCGT, Microbiome 24

B5F HSots

CES (AAMICH |8 24)
3730XL E34E (Thermo Fisher)

NGS (AtMC FHH 24)
NovaSeq Z24& (lllumina) : Short-Read

Revio E34E (PacBio) : Long-Read

Chromium % Xenium %i (10X Genomics)

Proteomics Service
Explore % Target E3& (Olink Proteomics)

Clinical Genetic Testing
AN FHH| HAL Al E3HE (Fabric Genomics)

DTCGT & Microbiome
KEAN Gene, Gut, Gut+

Clinical Vaginal Microbiome
KEAN V % Kean V+

27

Global Sequencing Market
Top 10 Companies & ¢

« CES (Standard, STR, Clinical Validation)
* NGS (Short-Read & Long-Read)
- WGS, Exome, Metagenome and etc.
« Single Cell Service
- SCATAC-seq, Gene Expression, Immune Profiling and etc.
* Proteomics Service
» Microbiome Sequencing
» Liquid Biopsy Service
« Clinical Genetic Testing
« DTCGT (Direct To Customer Genetic Testing)

» LPS (Low Pass Sequencing) and etc.

P Multi-Omics T2 EZ| 7|Pe 2 50| LU= A|E FE
» Clinical AM{H|A =HCHE S35 Genome Big-data S8 E 315
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 CHEO|A} 27|

3|AHE @40 (Psomagen, Inc.)
d8d 20043 124
CHEO| A B
* Headquarter : County of New Castle, DE
* Main office : Rockville, MD
=AH K- - Brooklyn, NY
- Boston, MA
- Sterling, VA
= Sanger Sequencing (CES)
» Next Generation Sequencing (NGS)
- Short-Read & Long-Read
Aol el = Single Cell Service

* Proteomics Service
* Clinical Genetic testing
= Kean Health (DTCGT, Microbiome)
- Kean Gene, Kean Gut & Gut+, Kean V & V+

CEO/CTO

.38 A0 CEO/ CTO

. Postdoctoral Fellow, Johns Hopkins University
. Researcher, Life Science Institute, Macrogen Inc.
. KAIST, Bio and Brain Engineering EtA}

Lae{etu AFH S st A

=

XpAbE /X7 | Xp2
(2024F 1Q)

441942 ($ 32.7M) / 3192 ($ 23.7M)

Oj =M (FY2023)

323U ¥ ($24.7M)

AR = (20243 1Q)

1049

SHO|X|

WWW.psomagen.com

75 24
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QKA 16,878 17,628 22,369 O =<4 7,046 24,723 33,573
Hl RS XpAl 15,884 16,959 16,456 O =5 24 7F 5860 19,006 24,227
x=o0lol
Rtak S 32,762 34,587 38,825 ES0l 1.186 >117 9,345
THORH|QF 22| H
osuxy 6,600 6873 7645 Helet 22| s 2,776 8,438 10,487
Aol (=4 1,590 2,721 1,141
H| 9 S E 1Y 2,458 2,705 3,023 RSt (1.590) (2.721) (1.141)
7|Ef=< 189 162 78
CREY 9,058 9,578 10,668 K
7|EtH| & 58 932 391
rEF 1,923 1,923 1,920
Fes4 75 301 678
tEAdoqZ 78,569 78,569 78,475
=aHl& 49 178 222
Zz2&3 (57,329) (56,032) (52,747)
X|2-ole(=4) 47 10 191
7|EfR 2= 515 528 508
B OIMI X2 M 20| (2 4) (1,386) (3,358) (807)
H| X| b X| & 25 20 -
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INHLEI

_ TOPMed _

Mational Institute
on Aging

National Institute of

Standards and Technology

Mational Institute of
Diabetas and Digestive
and Kidney Diseases

Trans-Omics for Precision Medicine
(TOPMed)

Intramural Research Program (IRP)
Cure PSP (3|4 &|Z&=h
TEDDY (& 'z &)

PTSD research (k| 2 2h
Epigenetic Brain Project

NIST Genome Editing Consortium

=2 CAdHI
% kAISER
PERMANENTE.

Health

INOVA

Heart and Wazscular Institute

Appendix

OIAb QN HA

Oo T

(3400 WGS/>$4.5M)

-~
:"-" FABRIC

GENOMICS®

Pier

-
B
7

Qu BN U BjzE
Uu M U BjzE

medical interpretation

circulating tumor DNA panel 7} &¢

- 224 Xk AL

modernad

()
@Gaxosmthl{l'ne

|
> )

AstraZeneca -

sanofi

S™H((RNA) &M

S| (DNA) &4

SHH(RNA) 24

S™H((RNA) &M

33

?®/ Humanizing Phenomics 120

psomagen



34

6. HIO|2 & "SH(i)ZS="... £, HSEOH N’ Appendix

th 7|t A% We % HO|2 7| U I|UE CIHEY T,
£ HXOIM ALY S AN 5 B3 7|8 QHN 24 7|Y HAr0|Q 7|rH

% M= HOMH (Biosecure Act) Time Line

E 512, E M2 x5 S| = AR TN Bl CHEH M,
AMEHOHHOL IO ZEQIE Q|| St ARl St MH|z|e| St S HOHHO XY
20244 18 25¢ 38 6 \_ 58 15 ) 78 S(0%) ALY (0fld)

BEE LR PENE LT

S0| 0|F |, et A28 L o o 7|t
BIE7| Mo 0|Re| BZe YA O HOEHE
2RE B8] 9o R TX|o|Ct

' % o[3|7t MA3

S0 Ho|2 7| BE (A1E)

L= o ol ZrXxt7| 8Tt7 AH|2F ...
FAER PACH wuxi Biologics A0 ZEAHS HOp _.x_||:|||*a-=||} | ST AR
I30=) HEREIE  cossmnponege A0pH, EMEHOMY (LS

¥
Com p I ete } p ﬁ“x? M%Te’f% @ 0| 7IAb= 20241338202 7A|5020f BO[H 22| Z2|0/SHO[X| of ZEE 7|AtLICE

GENOMICS” -
auAZIAR [O|H Y| 2| 7|R 20FH(950200)0] DIF HEO|2 THAFHO| HTH 5T 2 HE
RICE 013 W EEOH 20| 0| RTA| £4 +F 20| 33| SOILI QUOMCL

?®/ Humanizing Phenomics 120

psomagen



Thank you

02-2180-7489 (Bt=AtFA) | www.psomagen.com | Main Office : 1330 Piccard Drive, Suite 205, Rockville, MD 20850, USA
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