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Chapter 2.
Psomagen Overview
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1. Single Cell &AM A{H|A
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2-1. Proteomics &
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Olink Proteomics
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3. Long-Read Sequencing A H|A

Future Psomagen
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Short-Read vs. Long-Read Sequencing
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Reference genome

HiFi READS
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wvariant detection
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Application X 2|2 by REVIO SYSTEM (PacBio)
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UM A (Liquid Biopsy)
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6. Clinical Genetic Testing Al
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HEALTH

U2 HOI KEAN Health Corp. Xt &
U= DTC SN &M A& TE

¢ 20231 8, YEH Ol KEAN Health Corp. £At U SE 3| AL H Y

e 20234 11*’-J KEAN Health Corp AL L} pTc S FN B4

« YZ pTC AME 2= 20218 2F 1.9 EE > 20313 % 20 E

-1

HA} 7007 O] &+
os A XF Ofl AF o 7 °
CAGR 26% ‘9% 0| 4 &= 4007 (MIA Z[E

e A= DTC FHA 2MAT2 QIO A M-S 7t DTC BAL &=
7t 4000 ZLZ, ot= DTC BA &= 4= C{H| 2F sHf O] & 74 JPY 6,800 JPY 9,800

ol
(222 82, [t 70071 O] & AAL &= =L 7Hs)

|
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8. Psomagen Vision Future Psomagen

0]= Ll L5k CES, NGS, Single Cell % Proteomics &, DTCGT, Microbiome M2
T M-St

CES (1Mt REH =4) Global Sequencing Market
3730XL EHE (Thermo Fisher) Top 10 Companies Xl
NGS (RtMEH #H = 4) « CES (Standard, STR, Clinical Validation)
NovaSeq Z8E (lllumina) : Short-Read * NGS (Short-Read & Long-Read)
Revio E34E (PacBio) : Long-Read - WGS, Exome, Metagenome and etc.
« Single Cell Service
Single Cell 24 - scCATAC-seq, Gene Expression, Immune Profiling and etc.
Chromium % Xenium &3 & (10X Genomics) « Proteomics Service
» Microbiome Sequencing
Proteomics Service « Liquid Biopsy Service
Explore 3 Target E34& (Olink Proteomics) « Clinical Genetic Testing

« DTCGT (Direct To Customer Genetic Testing)
» LPS (Low Pass Sequencing) and etc.

Clinical Genetic Testing

A4 M Reporting Al EZHE (Fabric Genomics) \: /

DTCGT & Microbiome » Multi-Omics Tt EE| 7|F 22 JO| Oz AT FE
KEAN Gene, Gut, Gut+ » Clinical A{H| 2~ 2 S 53+ Genome Big-data ESHE 115
p 2 X wHt FH/ Ao DT HO|QOMAH Y= 8 MEH 7| E/mE HE

Clinical Vaginal Microbiome
KEAN V % Kean V+
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Appendix

 CHEO|A} 27|

3|AHE @40 (Psomagen, Inc.)
d8d 20043 124
CHEO| A B
* Headquarter : County of New Castle, DE
* Main office : Rockville, MD
=AH K- - Brooklyn, NY
- Boston, MA
- Sterling, VA
= Sanger Sequencing (CES)
» Next Generation Sequencing (NGS)
- Short-Read & Long-Read
Aol el = Single Cell Service

* Proteomics Service
* Clinical Genetic testing
= Kean Health (DTCGT, Microbiome)
- Kean Gene, Kean Gut & Gut+, Kean V & V+

CEO/CTO

.38 A0 CEO/ CTO

. Postdoctoral Fellow, Johns Hopkins University
. Researcher, Life Science Institute, Macrogen Inc.
. KAIST, Bio and Brain Engineering EtA}

 DE{CHSrD TS A A

=

XpAHS /XL 7| Kp2
(2023.3Q)

4562 ($ 33.9M) / 3512 ($ 26.1M)

o= (2022 2

434943 ($ 33.5M)

QXIS & (2023.1H)

92 (HfAL 8/ 2fStEFAL 1/ A AL 13)

SHO|X|

WWW.psomagen.com

== M
TT TS (5 &3 ZA|(DR) 4 : 19,226,053%)

J

36.9%
CIEER]

43.8%

7|Ef =3

20234
3Q7|&E

19.3%

s47el
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2. %ulxlq ?_IEEI' 7'Ix=-l -?-le Appendix

B2 1 C}Fst X|= 2EM MH|AE N 3517] st 0|= LW Cis=2] HH

. Humanizing Phenomics 120
psomagen THXH

= 2011 WA
= CES

-
@G

= 2010 WA
= CES

2004 7w
. SFH A
OIAFRICF

oo

- Ma|zLof ¥YA

X|Ljo

= 2019 WA
= DTC Microbiome, [
O|AFX|C}
00 11— -
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e | el
3° E% IOI-HI Io_:I%DI- Appendix
Multi-Omics Tt E2| 7| E0F QI8] CIU3t 24 S2HE 1%

NovaSeq X plus (iuming) "NovaSeq 6000 (uminaJ® © REVIO (PacBio)
L) . ﬂ »

i B :

— — ————— ——— -
3730XL (ThermoFisher) Chromium X (10x Genomics) Q100 (Olink proteomics) ’mgﬂmtgﬁ?mtr

CES &
Others
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4. xH -?—x-" .'E Appendix

HZ IR AE & A 2 Al LEM
(SH2l: © UsD) (EHl: A USD)

|
ik
r»

[ KA 18,023 22,369 24,767 o =4 18,421 33,573 24,984
H| 35 KpAt 15,911 16,456 17,020 OH = 27+ 14,074 24,227 19,856
x=o0lol
XHAE S 33,934 38,825 41,787 mESol 4,347 9,345 5.128
THOjH|QF 2t2|H
Py 5035 7645 9.048 HE|2F 2te[H] 6,040 10,487 11,886
Aol (=4 1,693 1,141 6,758
H| 9 S E 1Y 2,742 3,023 3,937 RSt (1.693) (1.141) (6,758)
7|Ef=< 147 78 14
CREY 7,777 10,668 12,985 K
7|EtH| & 490 391 0
rEF 1,922 1,920 1,913
Fes4 224 678 63
tEAdoqZ 78,540 78,475 78,250
=aHl& 133 222 257
Zz2&3 (54,758) (52,747) (51,936)
X|2-ole(=4) (93) 191 771
7|EfR 2= 378 508 575
HOIN XA 202 (2 4) (2,038) (807) (6,166)
H|X|Bi K| = 74 - -
HOIMH|E 0 4 4
iz =5 26,15 28,157
t= & 6 8,15 28,802 gh7|&0] (2= 4) (2,038) (811) (6,170)
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5.

xQ DA B

- 2|

INHLEI

_ TOPMed _

Mational Institute
on Aging

National Institute of

Standards and Technology

Mational Institute of
Diabetas and Digestive
and Kidney Diseases

Trans-Omics for Precision Medicine
(TOPMed)

Intramural Research Program (IRP)
Cure PSP (3|4 &|Z&=h
TEDDY (& 'z &)

PTSD research (k| 2 2h
Epigenetic Brain Project

NIST Genome Editing Consortium

=2 CAdHI
% kAISER
PERMANENTE.

Health

INOVA

Heart and Wazscular Institute

Appendix

OIAb QN HA

Oo T

(3400 WGS/>$4.5M)

-~
:"-" FABRIC

GENOMICS®

Pier

-
B
7

Qu BN U BjzE
Uu M U BjzE

medical interpretation

circulating tumor DNA panel 7} &¢

- 224 Xk AL

modernad

()
@Gaxosmthl{l'ne

|
> )

AstraZeneca -

sanofi

S™H((RNA) &M

S| (DNA) &4

SHH(RNA) 24

S™H((RNA) &M
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Thank you

02-2180-7489 (Bt=AtFA) | www.psomagen.com | Main Office : 1330 Piccard Drive, Suite 205, Rockville, MD 20850, USA
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