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GOOD SCIENCE
BETTER MEDICINE
BEST PRACTICE

Poster Presentation at

European Society for Medical Oncology

1. NIT-110 Biomarker data (Ph.2a) Poster 1674P

- CPI naive MSS CH&EQF F| &, HAQEO| &2 Biomarker data

Poster title:

NT-I7 plus pembrolizumab combination treatment
enhances infiltration of PD-1+ T cells and provides a more
iImmunogenic tumor microenvironment. Biomarker data
from the NIT-110 study


https://drive.google.com/file/d/1jpTZpkuECg1AeLc7FurYkrZp5FvaliIP/view?usp=sharing
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Biomarker =M= S0l NT-I72 2 Qlst
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ZA A 21t Pembro + NT-I7 & F£0 A, 2HAt & 80% O| S0 S0[AMetE L

CD8 T M|Z(TIL) S7H(22/27Y)
NT-17 13| 50 2, 2kt & 50% O|MO0|AM CD8 T M= 5HY O|& F7¢

*TIL: Tumor Infiltrating Lymphocytes, & &8 2=

Flow cytometry o

Immunofluorescence
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* p<0.05, ** p<0.01, *** p<0.001, **** p<0.0001

NEGIMMUNE



Tscm S7t2t T cell infiltration2] &2H27| 2l
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* p<0.05, ** p<0.01, *** p<0.001, **** p<0.0001
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_Clonality2} diversity2| S7}

- PRI} SD &tXt0{| A intratumoral clonality?t PD 2tXLECt G 57t
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* p<0.05, ** p<0.01, *** p<0.001, **** p<0.0001
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Intratumoral clonality, diversity
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Note: T M[Z repertoire (clonality and diversity)

- T MIZ repertoire metrics= clonality@t diversityS Zatat

- T M X repertoire 242 o| Xighut HAZEZ A K X2 2STf 2 &

al, HHAE HMA biomarker
Repertoire
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Diversity
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Source: Wang, X, et al, Journal for ImmunoTherapy of Cancer, 2022; 10(6), e004512.
Aran, A, et, al., Cancers, 2020; 14(7), 1771.
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NT-I7 7% szt
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AS-IS (Proof of Concept) NEAR to-be TO-BE (Pivotal+)
Consequences of Two Track RA stg.
T cell Amplification Blood Tumor by indication
- PK v ~ Absolute Lymphocyte Count (ALC ") * N/A .
< Efficacy> Ph.2 for
Accelerated
NT-I7 —> PD —> Stem-cell like memory T cell (Tscm ?) * N/A Approval (AA)
--------------------------1
|
> Safety v/ : Tumor Infiltrating Lymphocyte (TIL 3) N/A * 1 Biomarker : Ph.3 for
L—-----—-—----“----—-—----“--- * CPI na]'ve or treated ReglJIar
* Liver metastasis Approval
- PD-L1
Precursor exhausted T cell (Tpex4) TBD * . Mutatigﬁgresswn

* TCR, etc

Animal model

% Data published N/A: not applicable

1. ALC: AACR 2018, AACR 2019, SITC 2019, ASCO 2020, SITC 2020, ASCO 2021, SNO 2021, ITC 2021, AACR 2022,
Kim JH et al. Clinical & Translational Immunology; e1168 (2020), Campian JL. et al. Clin Cancer Res. 2022 Mar 15;28(6):1229-1239.
2. Tscm: SITC 2021, ASCO 2022
3. TIL: ASCO 2021, SITC 2021, ESMO Gl 2022
Kim JH et al. Clinical & Translational Immunology; e1168 (2020)
4. Tpex: AACR 2022
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Estimated  (SITC) NIT-110: Selected cohorts, Pembrolizumab combo

Data

Read-Outs (ASH) NIT-112: LBCL, CAR-T combo

Interim
Analysis

* Data read-out plans are subject to change

2022

HOVEMBER 8-12 JMASSACHUSETTS

* SN2 7| E

NEGIMMUNE

0| = H I 42| (Society for Immunotherapy of Cancer, SITC)
118 8¢ - 12¢, 22 H
NIT-110 #+5ZHE /113 11€ 420 p.m.

O] =& A 53| (American Society of Hematology, ASH)
128 10€ - 13, m22[2a
NIT-112 data
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_Appendix: NIT-110 24 72

- CPl-naive R/R 1 ¢t

- Pembrolizumab IV 3F Zt4: 200mg) + NT-I7 IM (65 Zt4; 1,200 ug/kg)

Study Design Treatment Schema

One Cycle = 21 days

Dose Expansion
Simon’s two-stage minimax Dose Expansion: NT-17 RP2D IM Q6W
design
(n=25%/arm) Pembrolizumab 200 mg IV Q3W
NT-17: RP2D IM Q6W Go/No Go
Pembrolizumab: 200 mg IV St?agtfi'e:sz% C1IDI C2D1 C3D1 C4D1  C5D1 C6D1  C7D1
QW responder/ S i
creenin Cycl
17 subjects) <28 dayf Cycle 1| Cycle 2 | Cycle 3 [Cycle 4| Cycle 5| Cycle 6 | Cycle 7 }; ¢
( Arm I:t C;’?'I—(tt;eateg)}léflt ;[NBS)# Arm IV:th’;—(mtlive l:)//RsI:f[:‘aS—CgC# -D28~ D1 ' t . ' . t ' t
n=up to stage stage n=up to stage stage CZDS""DZZ
(25 total) (25 total) ;
> < Archival or Tumor t Pembrolizumab
Arm II: CPI-treated R/R NSCLC* Arm V: CPI-naive R/R PC* Tumor biopsy biopsy t NT-17
n=up to 17 (stage 1)/ 8 (stage 2) n=up to 17 (stage 1)/ 8 (stage 2)
L (25 total) (25 total) ) X <35 cycles
'd ™
Arm III: CPI-treated R/R SCLC* Biomarker Cohort: Prima ry Objectives
n=up to 17 (stage 1)/ 8 (stage 2) CPI-naive R/R OC
25 total =up to 10 . .
N (@5 totab e ) + ORR (Objective Response Rate)
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